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Abundance of chum salmon released from the 
Kurilskiy hatchery (blue, in 106) and returned 
back in the Kurilskiy Bay (red, in 104) 



MS-locus Allele structure Size range # alleles

Ssa197
(GT)

n
C(TG)

n
TC(TG)

n

A(GTGA)
n

113-129 7

Ssa20.19 (AC)
n

74-90 6

Ogo2 (GA)
n

178-196 12

Oki1-1 (CTGT)
n

180-276 26

Oki1-2 (CTGT)
n

90-102 5

Oke3 (TCCCTCTCGTCTC)
n

210-340 12

We have studied 

37 samples from the

Kurilskiy River system and 
Rybatskaya River

of ~50 fish each at ten DNA 
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Oke11 (CA)
n
GA(CA)

n
91-103 7

One103 (ATCT)
n
N

n
(ATCT)

n
112-364 32

One109 (TACA)
n

111-191 21

Ots3 (TC)
n

74-108 19

of ~50 fish each at ten DNA 
(microsatellite) markers

in 2004-2008
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ConclusionConclusion

�� Gene flow from increased the Kurilskiy Gene flow from increased the Kurilskiy 
hatchery stock of chum salmon seems to hatchery stock of chum salmon seems to 
be distinguishable within the Kurilka River be distinguishable within the Kurilka River 
system, but does not visibly influence the system, but does not visibly influence the 
neighboring Rybatskaya River stock neighboring Rybatskaya River stock ––
probably due to low rate of gene flow.probably due to low rate of gene flow.probably due to low rate of gene flow.probably due to low rate of gene flow.

�� Nevertheless, even small gene flow from a Nevertheless, even small gene flow from a 
large stock may change the genetics in a large stock may change the genetics in a 
few generations. Thus, some measures few generations. Thus, some measures 
should be taken in advance in order to should be taken in advance in order to 
prevent the wild chum salmon population prevent the wild chum salmon population 
of the Rybatskaya River in the future. of the Rybatskaya River in the future. 


